ABSTRACT We report here the draft genome of Bacillus altitudinis strain PAE4, a thermophilic plant growth-promoting rhizobacterium isolated from the coastal ridge of the Mediterranean Sea in Egypt. Besides heat shock protein genes, several genes encoding phytobeneficial properties were identified.
specifically involved in plant-microbe interactions (10, 11) , such as auxin and cellulose production and xylanase, pectinesterase, amidase, and quercitin dioxygenase activities (12, 13) , and that may be important for phytostimulation. In addition, PAE4 possesses a complete type VII secretion system for cell-to-cell molecular communication (14) . Six biosynthesis gene clusters for secondary metabolites were predicted with antiSMASH version 4.0.2 (15) in the PAE4 genome. Two clusters are involved in spore coat component biosynthesis. Three other clusters are implicated in the biosynthesis of compounds with anti-phytopathogen activity (fungal or bacterial), i.e., bacilysin, surfactin, and alkylresorsinol (16, 17) . Further experiments of plant protection and growth promotion will be performed to clarify the plant-beneficial potential of this bacterium.
Data availability. This draft genome sequence has been deposited at GenBank/ENA under BioProject number PRJEB26379, BioSample number ERS2486119, and SRA accession number ERX2730420. Contig sequences of the de novo assembly have been deposited at EMBL under the accession numbers OVSL01000001 to OVSL01000028.
ACKNOWLEDGMENTS
We acknowledge funding from Campus France Imothep and the Academy of Scientific Research and Technology in Egypt. We are grateful to the iBio platform (UMR CNRS 5557 Ecologie Microbienne) for helpful discussions. We also acknowledge the LABGeM and the National Infrastructure "France Génomique" for support within the MicroScope annotation platform.
